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Conjunctival fibrosis and the innate barriers to Chlamydia trachomatis intracellular infection: a
genome wide association study
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Population genomic structure and adaptation in the zoonotic malaria parasite Plasmodium
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Impact of individual movement and changing resource availability on male-female encounter rates
in an herbivorous insect

M.D. Preston, M.L. Forister, J.W. Pitchford, P.A. Armsworth
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Genomic epidemiology of a protracted hospital outbreak caused by a toxin A negative, Clostridium
difficile sublineage PCR Ribotype 017 strain in London, England.

M.D. Cairns, M.D. Preston, T.D. Lawley, T.G. Clark, R.A. Stabler, B.W. Wren
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Rapid determination of anti-tuberculosis drug resistance from whole-genome sequences

F. Coll, R. McNerney, M.D. Preston, J.A. Guerra-Assuncaol, A. Warry, G. Hill-Cawthrone, K. Mallard, M.
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Imputation-based population genetics analysis of Plasmodium falciparum malaria parasites
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On a singular initial-value problem for the Navier-Stokes equations
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2015 Mathematika 10.1112/S0025579314000333

Whole-genome scans provide evidence of adaptive evolution in Malawian Plasmodium
falciparum isolates
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A barcode of organellar genome polymorphisms identifies the geographic origin of Plasmodium
falciparum strains
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SVAMP: Sequence variation analysis, maps and phylogeny
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PolyTB: A genomic variation map for Mycobacterium tuberculosis
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Using family-based designs for detecting rare variant disease associations
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EstMoi: Estimating multiplicity of infection using parasite deep sequencing data
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Elucidating Emergence and Transmission of Multidrug-Resistant Tuberculosis in Treatment
Experienced Patients by Whole Genome Sequencing
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Dystromirs as serum biomarkers for monitoring the disease severity in Duchenne Muscular
Dystrophy
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SpolPred: Rapid and accurate prediction of Mycobacterium tuberculosis spoligotypes from short
genomic sequences
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VarB: A variation browsing tool for polymorphisms derived from next-generation sequence data
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A Nystrom method for a boundary value problem arising in unsteady water wave problems
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Evolutionary optimality in stochastic search problems
M.D. Preston, J.W. Pitchford, A.J. Wood
2010 J. Royal Society Interface 10.1098/rsif.2010.0090
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